Dr. Carsten Nowak Short CV 03/2018

Current Affiliation

Professional Interests

Scientific Career

2018-

2008 - 2014

since 2008

2007 - 2008

1998 - 2007

Conservation Genetics Section

Senckenberg Research Institute and Natural History Museum Frankfurt
Clamecystralle 12, 63571 Gelnhausen, Germany
www.senckenberg.de/conservationgenetics

Population Genetics, Ecological Genomics, eDNA, Wildlife Ecology,
Conservation Biology, Global Change Ecology

Head of project area Genomic Biomonitoring, LOEWE Centre for
Translational Biodiversity Genomics (LOEWE-TBG), Frankfurt am Main

Project group leader and coordinator of project area Adaptation &
Climate, Biodiversity and Climate Research Centre (BiK-F), Frankfurt am
Main

Head of Conservation Genetics Section, Senckenberg Research Institute
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Research associate at the Centre for Aquatic Conservation, Department
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Studies in Biology at the Department of Ecology and Evolution, Goethe-
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Scientific & Societal Service (selection)

* Coordinator of national reference center for genetic analyses of large carnivores

* Member of the Dokumentations- und Beratungsstelle des Bundes zum Thema Wolf

*  Founding member of the Central European Wolf Genetics Consortium (CEwolf)

* >175 conference contributions and public talks
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